Genome Explorer

E >
< 3




Genome Explorer

E >
< 3

— TN

The Genome Explorer is a genome visualization tool for browsing and
comparing enzyme annotations in full genomes. It closes the gap between
genomic and enzymatic data and allows the alignment of genomes at a given
enzyme-coding gene, thus allowing to visually compare the genomic
environment of the gene in different organisms. The underlying genome
database is compiled from EBI Genomes and ENSEMBL and supplemented by
UniProt annotations.
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